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The description of phosphorylation site significance threshold was incorrectly described in the Supplemental Experimental Proce-
dures. We defined significance by a fold change > 1.5 and adjusted p value < 0.05. All references to this in the original manuscript
text were correct, and a corrected version of the Supplemental Experimental Procedures is now online. The authors apologize for this
oversight.948 Cell Metabolism 22, 948, November 3, 2015 ª2015 Elsevier Inc.
